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Research Progress in Molecular Mechanisms of Rice Blast Resistance

CHENG Xin-jie, YUE Hong-liang, ZHANG Meng-long, SHI Wei, ZHU Guo-yong , DAI Jin-ying
(Jiangsu Coastal Area Institute of Agricultural Sciences, Yancheng 224002, China)

Abstract: Blast is a serious rice disease, and both domestic and overseas rice researchers wish to resolve the problem. Because of the

high variability of Magnaporthe grisea, the causal agent of this disease, the general resistant varieties can notremain resistant to it for a

long time. In recent years, some progress has been made in the research of rice blast resistance genes and resistance mechanisms,

which provides a resource basis for breeding rice blast resistant varieties with lasting resistance and wide resistance spectrum. This

paper reviews the research progress in rice blast resistance genes and molecular mechanisms of rice blast resistance, and also discusses

and envisions the problems and challenges urgently needed to be resolved.
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- 16 -



